Gene Expression Profiling (GEx) - Lexogen QuantSeq DiffExp at Gene level (10 M SE reads)
Gene Expression Profiling (GEx) - Lexogen QuantSeq DiffExp at Gene level (20 M SE reads)

mRNA-Seq - polyA-enriched mRNA Transcriptomics (20 M PE reads, 3 Gbp)
mRNA-Seq - polyA-enriched mRNA Transcriptomics (30 M PE reads, 4.5 Gbp)
mRNA-Seq - polyA-enriched mRNA Transcriptomics (40 M PE reads, 6 Gbp)
mRNA-Seq - polyA-enriched mRNA Transcriptomics (50 M PE reads, 7.5 Gbp)
mRNA-Seq - polyA-enriched mRNA Transcriptomics (60 M PE reads, 9 Gbp)

Deep mRNA-Seq - polyA-enriched mRNA Transcriptomics (100 M PE reads, 15 Gbp)

RNA-Seq - rRNA-depleted Total RNA Transcriptomics (30 M PE reads, 4.5 Gbp)
RNA-Seq - rRNA-depleted Total RNA Transcriptomics (40 M PE reads, 6 Gbp)

RNA-Seq - rRNA-depleted Total RNA Transcriptomics (50 M PE reads, 7.5 Gbp)

RNA-Seq - rRNA-depleted Total RNA Transcriptomics (60 M PE reads, 9 Gbp)

RNA-Seq - rRNA-depleted Total RNA Transcriptomics (80 M PE reads, 12 Gbp)

Standard RNA-Seq - rRNA-depleted Total RNA Transcriptomics (100 M PE reads, 15 Gbp)
Deep RNA-Seq - rRNA-depleted Total RNA Transcriptomics (200 M PE reads, 30 Gbp)

Small RNA-Seq - Transcriptomics of small RNAs (miRNAs etc @ 20M PE ie 10M SE reads )

Deep Small RNA-Seq - Transcriptomics of small RNAs (miRNAs etc @ 40M PE ie 20M SE reads )
Nucleic Acid Isolation from Different Matrices (please specify)

Bioinformatic Analysis of Sequenced Data (please consult us)

Biostatistic Analysis of Project (please consult us)




